BLAST sur Internet : Requéte http://www.ncbi.nlm.nih.gov/blast/

- -
€S NCBI

Mucleotide

protein-protein B LA S T

Translations

= l::-I:ItE!ir'I Fetrieve results for an BID

r
-]
g séquence requéte
A _"*|_I
Set qubcequerice From: | Ta: |
e ~| «——choix de la base de données
Do CD-Search W
S BLAST! Ll weserauery [resstan
.

Universite d’Angers - Maitrise de Biologie Cellulaire



BLAST sur Internet : Parameétres http://www.ncbi.nlm.nih.gov/blast/

Options for advarced blasting
Limiter la recherche

= —

Lithit Ty erires query I m'selectﬁ'om:l (nane) \ \
a une espéce
Cmnsiﬂm—}nas_ed IF
statictics . 4 H
o Filtre pour les séquences de faible
Choose fiter [ Lowr complestty | Bk for lookogp table ondy | Bk Lower case Complexi'ré
Bpeat [10 < E-value limite
word sim [5 2] Taille w du mot d'ancrage

Mirix [BLOSUMEZ _+ | tup coses [ Existanca: 11 Extension: 1 -] +——— Choix de la matrice et scores des indels
N

4 i




BLAST sur Internet : Format de la sortie

http://www.ncbi.nlm.nih.gov/blast/

Limiter l'affichage
des résultats a une

/ espéce

Format
Show W Grahical owerviesr W Likon W HeBLz] Aignment o | o [ HTML
Hnnber of: Dipeoipt !'@§| 100 vI M
Alimpererd wiear IF'airl.n.lise ;I
Foomat for PSITELAST [ wimmmmmresmm:l':' .05
ME I orselectﬁ'om:l (hone] -
Expect wrabie mamge: I I <
Layronat : I Touo Wind ares ;I Fomrutt g optioks or page with resils : I Mone
Lot ofommat ISemi-aut-:- vI
Send Testte brr e-driail I <
.

‘BLAST! R resetam)

Limiter I'affichage des
résultats a une plage de
valeur d'E-value



BLAST sur Internet : Format de la sortie http://www.ncbi.nlm.nih.gov/blast/
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Your request has been successfully submitted and put into the Blast Queue.

Query = gi| 729833 |sp[P40189IL6FE_HUMAN Interleukin-6 receptor subunit beta precursor (IL-6B-beta) (Interleukin-6 signal transducer) (Membrane
glycoprotein 1307 (gp130) (Oncostatin-M receptor alpha subunit) (CD130 antigen) (CDw 13009218 letters)

Putative conserved domains have been detected, click on the image below for detailed results.

1 125 250 375 Son 25 750 575 491:

P _FeCERa.. FN3 FH3

The request ID is I'I 168091660-31760-66674997328 BLASTQ3

- D

The results are estimated to be ready in 8 seconds but may be done sooner.

Please press "FORMAT!" when you wish to check vour results. You may change the formatting options for your result via the form below and press "FORMAT!" again. You may also
request results of a different search by entering any other valid request ID to see other recent jobs.
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results of B Lr\ S r[

BLASTP 223 [Apr-24-2002]

Reference:

bAltschul, Stephen F., Thomas L. Madden, ALlejandro L. Schiffer,

Jinghui Zhang, Zheng Zhang, Webkh Miller, and Dawvid J. Lipman (1997),
"Fapped BLAST and PSI-ELALZT: a new generation of protein database search
programs®, Nucleic Aocids Bes. 25:33839-3402.

RID: 10159992403-09001-19585

Query- gpl3l proteine < Séquence requéte

(662 letters)

Database: Non-redundant SwissProt sequences 4 BGHQUCS de données

105,415 sequences; 39,574,701 total letters . .
choisies

If wou hawve any problems or guestions with the results of this search
prlease refer to the BLAST FAl=s

Taxohomy reports
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Dhstribution of 134 Blast Hits on the Query Sequence Nombr-e d e h | -|-S

Mouze-over to zhow defline and scorez. Click to show alighments
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Score E
Sequences producing significant alignments: (bit=s) Value
gi| V29833 | =2p| P40139 | IL6E HUMAN Interleukin-& receptor heta ... 228 1=-59
gi| V29834 | 2p | Q005c0| IL6E MOUZE Interleukin-& receptor heta ... 223 Se-L5B2
gi| V29835 =2p| P40190| IL6E RAT Interleukin-6 receptor beta ch... 2158 Ie-LEG
gi| Y2956d | =2p | Q99062 | GCSF HUMAN Granulocyte colony stimulati... 147 Qe-35
gi| V29565 ap| PA0Z23 | GCER MOUSE  GREANULOCYTE COLOMNY STIMULATI... 134 4=-31
gi| 1170781 | =sp| PA42702 | LIFR HUMAMN Leukewis inhibitory factor ... 105 2e-23
gi| 1170785 sp| PA42703 | LIFR MOUZE Leukewis inhibitory factor ... 10g le-22
gi| 12229836 2p| Q99665 I125 HUMAN Interleukin-12 receptor he... 103 1le-21
gi| 12229832 | 2p | POV3YE| I125 MOUSE Interleukin-12 receptor he... 103 1le-21
gi| 2494727 | sp| 0203743 | PELE COLLI PROLACTIN RECEPTOR PRECURIO. .. &7 Te-11
gi| 730343 | =2p| Q02501 | PRELE MOUZE Prolactin receptor precursSor. .. _B5 qe-10
gi| 548527 =p| 204594 | PRLE CHICE PROLACTIN RECEPTOR PRECURSOR. .. _64 le-09
gi| 2494725 sp| 028235 PELE CEREL PROLACTIN RECEPTOR PRECURIO. .. _B3 le-09
gi| 2494728 sp| 021094 | PELE MELGA PROLACTIN RECEPTOR PRECURIO. .. _BZ Ze-09
gi| 2506457 | 2p| POST10| PRELE BAT Prolactin receptor precursar ... _Bz Ie-09
gi|elecseld|2p| 262959 | LEPR BAT Leptin receptor precursor (LE... _Bz qe-09
gi| 2494724 | sp| 025172 | PELE BOVIN PROLACTIN RECEPTOR PRECURIO. .. _&0 le-08
gi| 130323 | sp| P14787 | PELE BRAEIT PEOLACTIN BRECEPTOR PRECURIOR. .. _59 4e-08
gi| 1352612 | 2p| P48356| LEPR MOUIE Leptin receptor precursor [... _a7 Te-02
gi| 1352611 | =2p| P458357 | LEPR HUMAN Leptin receptor precursor [... _a3 ze-06
gli| 1158985 =2p| 205406 | CNTR BAT Ciliary neurotrophic factor r... _52 de-06
gi| 2494726 sp| 0215153 | PELE ORENI PROLACTIN RECEPTOR PRECURIO. .. _52 Ee-06
gl 1352099 2p| P26e992 | CNTR HUMAMN @ Ciliary neurotrophic factor... 51 Se-06
gli| 125978 | =2p| P105Ee | PTPF HUMAN LAR protein precursor (Leuko... 51 Se-06
gi| 2494719 2p| 002030 I131 MOUIE Interleukin-13 receptor alp... _4as qe-05
gi| 122298058 =p| 291735 EPES XENLAZ Ephrin type-B receptor 3 p... _4as ee—-05
gi| 130321 | =2p| P1ed471| PRELE HUMAN Prolactin receptor precursor... a7 ze-04
gi| 1705964 | sp| PE1641 | CHNTR CHICE CILIARY WEUROTROFPHIC FACTOR... _4s5 Se-04
gi|12229805] =p| 07495 EPES CHICE Ephrin type-B receptor 3 (... 44 Qe-04
gi| 3182940 sp| 089715 CA1C HUMAN Collagen alpha 1(XII) chain... 44 o.o01

gi| 12229834 |sp| Q60837 I12F MOUSE Interleukin-12 receptor be... 43 0.002
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>gli| 729833 |sp| P401829 | IL6E HUMAN Interleukin-6 receptor beta chain precursor [(IL-6FR-heta)

[ Interleukin 6 signal transducer) [(Membrane glycoprotein
130% (GP130) (Oncostatin M receptor) (CDwl30) (CD130
antigen)

Length = 218

Soore = 229 bhits (583), Expect = le-59
Identities = 154550 (Z8%), Positives = Z50/550 (45%), Gaps = 12/5E80 (2%)

cuery: 35 PAKPENISCVYYYRENLTCTWAEPGEETEY-TOVTVERTYAFGEKHDNCTTHNISZTSENRLS 93
P EP+MN+3C+ E+C W G+ET T +T+K +i E +C T 3
S3bhijct: 126 PEFKPENLECIVNEGEKMRCEWDGGRETHLETHNF TLESZEWL-THEFADCEAKRDTP---T3 151

cuery: 94 CAFFLPRITIPDNYTIEVEAENGDGVIKSHMNTYWRLENIAKTEPPEIFEVEPVLGIERMI 153
C+ + M + WEAREMN G + 5 + E FFP W + ++
Shijct: 182 CTWDYSTVYFV-NIEVIWELEMNALGEVTEDHINFDPVYEVEPNPPHNLEVINIEELSSIL =40

duery: 154 QIEWIKPELAPVSADLEYTLRFETVNITSWMEVNF AFNEKDENQTYNLTGLOPFTEYWIL 213
++ W P 4+ ¥ LEY +++BT ++++0 ++  ++ ++ + L+PFTEYV
Sbhijct: 241 ELTWTHNPSIESVII-LEYNIQYRTEDASTWIOIP-PEDTASTRISFTVOQDLEPFTEYVFR 295

cuery: 214 LRCAVEESK-FUSDWIQEKMGMTEEEAPC-GLELWEVLEPAEADGRRPVELLWEKARGAP =271
+RC  ++ K +W3DWI+E G+4T E+ F m o+ P+ G B V+L+WE
S3hijct: 299 IRCHEEDGEGYWSDWIEEALASGITYEDRPEKAPSFWYKIDPSHTOGYRTVOLVWETLPPFE 355

ouery: 272 VLEETLGYNIWYYPES XXXy EEEEEEELHLGGERFIWVAENISYNSLGESPVATLRI 331
EL YT+ ++L + + ++ IM +GES A LI
Shjcot: 359 ANGEILDYEVTL--TRWESHLOWYTVMNATELTVHNLTHDRYLATLTVENLWVGEIDLAVLTI 416

Query: 332 PAIQEESFOCIEVMOACVAEDOQLVVEWOSIALDVNTWHIEWFPDVDIEPTTLIWESVIQL 3591
PA ++ + ++A  ++ L V+W + ¥ 4++EW L P T+
Shjct: 417 PACDFOQATHRFVMDLEAFPEDNHMLIWEWTTPRESVEEY ILEWCVLSDEAPCITDWOQEDGT 476
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