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| Peptide Consensus View

Sequence: FATHAAALSVR
Chargs: +2. Monoisotopic m/z: 57267344 Da (+15.93 mmu/+27.82 ppm). MH+: 1144.35161 Da, RT: 39.34min,
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I Extracted from: EXXCaliburdata\CELL\cell224_bd2 RAW #6237 RT: 39.34 b
© ITMS, CID, 2=+2, Mono m/z=572.67944 Da, MH+=1144.35161 Da, Match Tol.=1 Da
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miz Hide Table

(NH3+) - A T> Hx A A> A o L» S S» Vs R - (COOH) |~
¥ bisl) 219.11282 | 320.16050 | 45721941 | 528.25653 | 599.29365 67033077 78341484 B870.44687 969.51529 | 112561641

b (+2) 7454145 | 110.06005 | 160.58389 | 225.11334 | 264.63150 | 300.15046 | 335.66502 | 352.21106  435.72707 | 485.26128 | 563.31184
b(+1) | 131.04915 | 202.08627 | 303.13395 | 440.19286 | 511.22558 | 58226710 653.30422 | 76638825 853.42032 | 55248874 | 1108.58386 T
b*(+2) 66.02821 | 101.54677 | 152.07061 | 220.60007 | 256.11863 | 251.63719 | 327.15575 | 383.69778 | 42721380 | 476.74801 | 554.75857
b(+1) | 130.06513 | 201.10225 | 302.14993 | 439.20884 | 510.24596 | 58128308 652.32020 | 76540427 85243630 | 951.50472 | 110760584 Value Type
b(+2) 65.53620 | 101.05476 | 151.57860 | 220.10806 | 255.62662 | 291.14518 | 326.66374 | 38320677 | 426.72179 | 47625600 | 554.30656 ~ |Theo. Mass [Da] ~
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- Peptide Consensus View

Sequence: LADALQELR

Charge: +2, Moncisctopic m/z: 515.34229 Da {+247.64 mmu/+480 54 ppm), MH=: 1025.67725 Da, RT: 47.14min,

i Exfracted from: EAXCalibur\data\CELL\cell224_bd2 RAW #7511 RT: 47.14
ITMS, CID, z=+2, Mono m/z=515.34229 Da, MH+=1029.67729 Da, Match Tol.=1 Da
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- Peptide Consensus View

Sequence: YEELQITAGR
Charge: +2, Moncisotopic m/z: 530.48608 Da (-169.35 mmu/-287.81 ppm), MH=: 1179.96483 Da, RT:44.54 min,

ﬁ Exftracted from: EAXCalibur\data\CELL\cell224_bd5.RAW #7191 RT: 44,94

b
ITMS, CID, =+2, Mono miz=580.48608 Da, MH+=1179.96489 Da, Match Tol.=1 Da .
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miz Hide Table
(NH3+)-  E» 5 < L Q <A b T T A> G> <R R-(COOH) ol
» bi+1) PRERZEN 29311320 | 422.15580 | 535.23987 663.29845 | 776.38252 | 87743020 948.46732 | 100548879 | 1161.58991 L
b (+2) 8253894 | 147.06024 | 211.58154 | 268.12357 33215286 | 388.69490 | 43921874 | 47473730 50324803 581.29859 1
be(+1) | 147.04405 | 276.08665  405.12925 | 51821332 64627190 | 750.35597 | B60.40365 93144077 98846224 114456336 *
' b=2) 7402566 | 13854696 | 203.06826 | 259.61030 323.63955 | 380.18162 | 430.70546 | 46622402 43473476 | 572.78532
{c be(+1) | 146.06003 | 275.10263 | 404.14523 | 517.22930 64528788 | 758.37195 | 859.41963 930.45675 98747822 114357934 e
Yﬁ b(+2) 73.53365 | 138.05495 | 202.57625 | 259.11829 32314758 | 379.68961 | 430.21345 | 465.73201 | 494.24275 | 572.23331 = |Theo. Mass [Da] ~
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